Sequence Listing could not be accepted due to errors. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer: Anne Corrigan 

Timestamp: Wed Sep 12 16:16:25 EDT 2007 



*********************************************************** 

Reviewer Comments : 

<210> 171 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Haplotype 

<400> 171 

Pro Met lie Ser Tyr 
1 5 

The above "<210> 171" is the first sequence listed in the submitted 
file: per 1.825 of the Sequence Rules, please included all previously 
submitted sequences, when filing an amended sequence listing. The first 
sequence must be <210> 1. 

The above <223> explanation for "<213> Artificial Sequence" is 

insufficient: please give the source (derivation) of the genetic 

material. This error also appears in Sequences 172-182. 
************************** 



Validated By CRFValidator v 1.0.3 
Application No: 10670184 Version No: 



2.0 



Input Set: 



Output Set: 



2007-08-27 15:45:33.405 
2007-08-27 15:45:34.446 
0 hr (s) 0 min(s) 1 sec(s) 41 ms 
23 
1 

23 
23 



Started: 
Finished: 
Elapsed: 
Total Warnings : 
Total Errors: 
No . of SeqIDs Defined: 
Actual SeqID Count : 

Error code Error Description 

E 212 Invalid Sequence ID Number; Expected 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <2 13> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 



1 as next SeqID but skipped 



in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 

in SEQ ID 



(171) 
(172) 
(173) 
(174) 
(175) 
(176) 
(177) 
(178) 
(179) 
(180) 
(181) 
(182) 
(183) 
(184) 
(185) 
(186) 
(187) 
(188) 
(189) 



Input Set: 
Output Set: 

Started: 2007-08-27 15:45:33.405 
Finished: 2007-08-27 15:45:34.446 
Elapsed: 0 hr(s) 0 min(s) 1 sec(s) 41 ms 



Total Warnings : 



23 



Total Errors: 



1 



No. of SeqIDs Defined: 



23 



Actual SeqID Count: 



23 



Error code 



Error Description 



W 213 



Artificial or Unknown found in <213> in SEQ ID (190) 
This error has occured more than 20 times, will not be displayed 



SEQUENCE LISTING 



<110> KEITH, TIM 

LITTLE, RANDALL 
VAN EERDEWEGH, PAUL 
DUPUIS, JOSEE 
DEL MASTRO, RICHARD 
SIMON, JASON 
ALLEN, KRISTINA 
PANDIT, SUNIL 

<120> ANTIBODIES AND COMPOSITIONS TO A RESPIRATORY DISEASE AND OBESITY 
RELATED PROTEIN 

<130> 2976-4039US3 

<140> 10670184 
<141> 2003-09-24 



<150> 09/548,797 

<151> 2000-04-13 

<150> 60/129,391 

<151> 1999-04-13 

<160> 23 

<170> Patentln version 3.3 

<210> 171 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Haplotype 

<400> 171 

Pro Met lie Ser Tyr 
1 5 



<210> 172 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Haplotype 

<400> 172 



Ser Thr lie Ser Tyr 
1 5 



<210> 173 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Haplotype 

<400> 173 

Pro Met Val Ser Tyr 
1 5 



<210> 174 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Haplotype 

<400> 174 

Pro Met lie Asn Tyr 
1 5 



<210> 
<211> 
<212> 
<213> 



175 
5 

PRT 

Artificial 



<220> 

<223> Haplotype 

<400> 175 

Pro Thr Val Ser Tyr 
1 5 



<210> 176 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Haplotype 

<400> 176 



Ser Met lie Ser Tyr 
1 5 



<210> 177 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Haplotype 

<400> 177 

Ser Met Val Ser Tyr 
1 5 



<210> 178 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Haplotype 

<400> 178 

Pro Met lie Ser His 
1 5 



<210> 
<211> 
<212> 
<213> 



179 
5 

PRT 

Artificial 



<220> 

<223> Haplotype 

<400> 179 

Ser Thr Val Ser Tyr 
1 5 



<210> 
<211> 
<212> 
<213> 



180 
5 

PRT 

Artificial 



<220> 

<223> Haplotype 

<400> 180 

Pro Thr lie Ser Tyr 
1 5 



<210> 181 



<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Haplotype 

<400> 181 

Pro Met Val Asn Tyr 
1 5 



<210> 182 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Haplotype 

<400> 182 

Ser Thr lie Asn Tyr 
1 5 



<210> 183 

<211> 14 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 183 
cggattcacg cttc 

<210> 184 

<211> 14 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 184 
atggctgtgg gtca 

<210> 185 

<211> 14 

<212> DNA 

<213> Artificial 



<220> 



<223> 



Primer 



<400> 



185 



aatgaaatag ttta 



14 



<210> 186 

<211> 14 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 186 

cccacttaga taat 14 

<210> 187 

<211> 15 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 187 

gggaagccag gacat 15 

<210> 188 

<211> 14 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 188 

gaggcaatgg caat 14 

<210> 189 

<211> 15 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 189 

atcacggcca tctgg 15 



<210> 190 
<211> 15 
<212> DNA 



<213> 



Artificial 



<220> 



<223> 



Primer 



<400> 



190 



tcattcattt tcatg 



15 



<210> 191 

<211> 14 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 191 

acttctcctt tcct 14 



<210> 192 

<211> 14 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 192 

agacctagcc tgtc 14 

<210> 193 

<211> 13 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 



<400> 193 
ggacggagct ggc 



13 



